SEQUENCE LISTING 
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<160> 21 

<170> FastSEQ for Windows VeVsion 4.0 

<210> 1 
<211> 5 
<212> PRT 

<213> Artificial Sequence 



22 0> 

'<223> synthetic peptide 
<400> 1 

Asp Asp Asp Asp Lys 
1 5 



<210> 2 
<211> 16 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic peptide 
<400> 2 

His Leu lie His Asn Val His Lys Glu GluVHis Ala His Ala His Asn 
1 5 10 \ 15 

<210> 3 
<211> 18 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> synthetic peptide 



1 



<400* 3 

'His Asp Asd His Asp Asp His Asp Asp His Asp Asp His Asp Asp His 

1 \ 5 10 15 

Asp Asp 



<210> 4 
<211> 18 
<212> PRT 

<213> Artif icial\Sequence 
<220> 

<223> synthetic peptide 
<400> 4 

His Glu Glu His Glu\Glu His Glu Glu His Glu Glu His Glu Glu His 

1 5 \ 10 15 

Glu Glu 



<210> 5 
<211> 18 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic peptide 

<400> 5 , . 

His Asp Glu His Asp Glu His Asp Glu His Asp Glu His Asp Glu His 

1 5 \ 10 IS 

Asp Glu 



<210> 6 
<211> 18 
<212>" PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic peptide 

<400> 6 , 
His Glu Asp His Glu Asp His Glu Asp His Glu Asp His Glu Asp His 

1.5 \0 15 

Glu Asp 



<210> 7 
<211> 5 
<212> PRT 

<213> Artificial Sequence 
<220> ' 

<223> synthetic peptide 



<400> 7 



2 



Asp Asp 
1 



sp Asp Lys 
5 



<210> 8 
<211> 4 
<212> PRT 
<213> Artific 



Lai Sequence 




<220> 

<223> synthetic^ peptide 
<400> 8 

He Glu Gly Arg 
1 

<210> 9 
<211> 6 
<212> PRT 

<213> Artificial Sd 
<220> 

<223> synthetic 
<400> 9 

Leu Val Pro Arg Gly 
1 5 

<210> 10 
<211> 8 
<212> PRT 

<213> Artificial Sequence\ 
<220> 

<223> synthetic peptide 
<400> 10 

His Pro Phe His Leu Val Ile\His 
1 5 

<210> 11 
<211> 10 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic peptide 
<400> 11 

Cys Tyr Pro Tyr Asp Val Pro Asp T] 
1 5 



<210> 12 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 



.<223> synthetic peptide 



<400> 12 
Asp Tyr 
1 



Asp Asp Asp Asp Lys 
5 



<210> 13 
<211> 11 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic peptide 
<400> 13 

Cys Glu Gin Lys Led lie Ser Glu Glu Asp Leu 
1 5 \ 10 

<210> 14 
<211> 3430 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> synthetic peptide 



<400> 14 

gacgaaaggg 

cttagacgtc 

tctaaataca 

aatattgaaa 

ttgcggcatt 

ctgaagatca 

tccttgagag 

tatgtggcgc 

actattctca 

gcatgacagt 

acttacttct 

gggatcatgt 

acgagcgtga 

gcgaactact 

ttgcaggacc 

gagccggtga 

cccgtatcgt 

agatcgctga 

catatatact 

tcctttttga 

cagaccccgt 

gctgcttgca 

taccaactct 

ttctagtgta 

tcgctctgct 

ggttggactc 

cgtgcacaca 

agctatgaga 

gbgcagggtc 



cctcgtgata 
aggtggcact 
ttcaaatatg 
aaggaagagt 
ttgccttcct 
gttgggtgca 
ttttcgcccc 
ggtattatcc 
gaatgacttg 
aagagaatta 
gacaacgatc 
aactcgcctt 
caccacgatg 
tactctagct 
acttctgcgc 
gcgtgggtct 
agttatctac 
gataggtgcc 
ttagattgat 
taatctcatg 
agaaaagatc 
aacaaaaaaa 
ttttccgaag 
gccgtagtta 
aatcctgtta 
aagacgatag 
gcccagcttg 
aagcgccacg 
ggaacaggag 



cgcctati 
tttcgggg^ia 
tatccgctc 
atgagtatt^ 
gtttttgctc) 
cgagtgggtt 
gaagaacgtt 
cgtattgacg 
gttgagtact 
tgcagtgctg 
ggaggaccga 
gatcgttggg 
cctgtagcaa 
tcccggcaac 
tcggcccttc 
cgcggtatca 
acgacgggga 
tcactgatta 
ttaaaacttc 
accaaaatcc 
aaaggatctt 
ccaccgctac 
gtaactggct 
ggccaccact 
ccagtggctg 
ttaccggata 
gagcgaacga 
cttcccgaag 
agcgcacgag 



tataggttaa 
atgtgcgcgg 
tgagacaata 
aacatttccg 
acccagaaac 
catcgaact 
tccaatgat 
gggcaaga 
L ccagtcac 
taaccat 
ag^agctaac 
ggagct 
tggc^_ 

taga 
cggct^gctg 
ttgcag< 
gtcaggcaac 
agcattggi 
atttttaat> 
cttaacgtga> 
cttgagatcc 
cagcggtggt 
tcagcagagc 
tcaagaactc 
ctgccagtgg 
aggcgcagcg 
cctacaccga 
ggagaaaggc 
ggagcttcca 



tgtcatgata 
aacccctatt 
accctgataa 
tgtcgccctt 
gctggtgaaa 
ggatctcaac 
gagcactttt 
gcaactcggt 
agaaaagcat 
gagtgataac 
cgcttttttg 
gaatgaagcc 
gttgcgcaaa 
ctggatggag 
gtttattgct 
ggggccagat 
tatggatgaa 
actgtcagac 
taaaaggatc 
gttttcgttc 
ttttttctg 
fgtttgccg 
gsagatacca 
agcaccg 
cgaM:aagtcg 
gtcgggctga 
actgagatac 
ggaciggtat 
gggggVaacg 



ataatggttt 
tgtttatttt 
atgcttcaat 
attccctttt 
gtaaaagatg 
agcggtaaga 
aaagttctgc 
cgccgcatac 
cttacggatg 
actgcggcca 
cacaacatgg 
ataccaaacg 
ctattaactg 
gcggataaag 
gataaatctg 
ggtaagccct 
cgaaatagac 
caagtttact 
taggtgaaga 
cactgagcgt 
cgcgtaatct 
gatcaagagc 
aatactgtcc 
cctacatacc 
tgtcttaccg 
acggggggtt 
ctacagcgtg 
ccggtaagcg 
cctggtatct 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 



4 



ttatagtcVt 
'aggggggcgV 
ttgctggcctN 
tattaccgcc 
gtcagtgagc 
gccgattcat 
caacgcaatt 
tccggctcgt 
tgaccatgat 
acgctcatgc 
ggccttgggt 
gcagggattg 
agtggaaagc 
ctaggttgat 
acattgccat 
gtttaccaga 
gggcacttat 
tatcaaatga 
gtgcaggcta 
tgtgccaaga 
cactgcctaa 
gttttctaca 
gagcctggga 
ccagctggcg 
tgaatggcga 
accgcatatg 
gacacccgcc 
acagacaagc 
cgaaacgcgc 



gtcgggtttc 
agcctatgga 
tttgctcaca 
ttgagtgag 
ggaagcgg 
taatgcagct 
aaVgtgagtt 
atcrctgtgtg 
taccrccaagc 
ccacaVcaag 
cgttgatctg 
gctggtatcg 
agtgctaVgc 
tgaccaaaVt 
gatgcatcftt 
agaaaatca) 
a.tatcaaggt 
gaaatgtcaa 
tgaagcagga 
aaacaacaga 
tcgcccaggg 
tgagctcgta 
aaaccctggc 
taatagcgaa 
atggcgcctg 
gtgcactctc 
aacacccgct 
tgtgaccgtc 



gecacctctg 
aaaacgccag 
tgttctttcc 
ctgataccgc 
aagagcgccc 
ggcacgacag 
agctcactca 
gaattgtgag 
ttgaaggatc 
atcgatattg 
tatttcgacg 
gccgcccact 
ctgcatatgg 
gtcataaacc 
gaaatgaaag 
gtttttcccc 
tctactgcag 
^caacagatgc 
gggtagatt 
tVfgctectgg 

gmtatgccc 

a tla get gag 

gtt^cccaac 

gaggVccgca 

atgecrotatt 

agtacaNatct 

gaegegoect 

teegggaact 



acttgagegt 
caacgcggcc 
tgcgttatcc 
tcgccgcagc 
aatacgcaaa 
gtttcccgac 
ttaggcaccc 
eggataacaa 
atctcatcca 
t'cggaggaag 
atcaacaggt 
gcgtgtacgg 
catcaaatct 
cacactacaa 
tgaactacac 
caggaagaat 
aegtactgea 
cagaatataa 
cttgtcaggg 
ctggcgtgac 
gggtcccaag 
aattcactgg 
ttaatcgect 
ccgatcgccc 
ttctccttac 
getctgatge 
gaegggcttg 
gcatgtgtca 



cgatttttgt 
tttttacggt 
cctgattctg 
cgaacgaccg 
ccgcctctcc 
tggaaagegg 
caggctttac 
tttcacacag 
caatgtccac 
tgactccaga 
ctgeggaget 
gagaaatatg 
gacttctcct 
taaaeggaga 
agattatata 
ttgttctatt 
agaagctgac 
cattaeggaa 
ggattcaggc 
gtcatttgga 
gttcacagag 
ccgtcgtttt 
tgcagcacat 
ttcccaacag 
gcatctgtgc 
cgcatagtta 
tctgctcccg 
gaggttttca 



gatgetegtc 
tcctggcctt 
tggataaccg 
agegcagega 
ccgcgcgttg 
gcagtgagcg 
actttatget 
gaaacagcta 
aaagaggagc 
gaaggagect 
tctctggtga 
gagcegtcta 
cagatagaaa 
aagaacaatg 
cagectattt 
gctggctggg 
gttccccttc 
aatatggtgt 
ggaccactca 
tatcaatgtg 
tggatacaaa 
acaaegtegt 
ccccctttcg 
ttgcgcagcc 
ggtatttcac 
agccagcccc 
gcatccgctt 
ccgtcatcac 



1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3430 




<210> 15 
<211> 279 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic peptide 



<400> 15 






















Met 


Thr 


Met 


He 


Thr 


Pro 


Ser Leu Lys 


Asp His 


Leu 


He 


His 


Asn 


Val 


1 








5 






10 \ 








15 




His 


Lys 


Glu 


Glu 


His 


Ala 


His Ala His 


Asn Lys. 


He 


Asp 


lie 


Val 


Gly 








20 






25 








30 






Gly 


Ser 


Asp 


Ser 


Arg 


Glu 


Gly Ala Trp 


Pro Trp 


Val 


Val 


Ala 


Leu 


Tyr 






35 " 








40 






45 








Phe 


Asp 


Asp 


Gin 


Gin 


Val 


Cys Gly Ala 


Ser Leu 


VaU 


Ser 


Arg Asp 


Trp 




50 










55 




6 OA 










Leu 


Val 


Ser 


Ala 


Ala 


His 


Cys Val Tyr 


Gly Arg AsnVMet Glu 


Pro 


Ser 


65 










70 




75 










80 


Lys 


Trp 


Lys 


Ala 


Val 


Leu 


Gly Leu His Met Ala 


Ser 


Asn 


Leu 


Thr 


Ser 










85 






90 








95 




Pro 


Glh 


lie 


Glu 


Thr 


Arg 


Leu He Asp 


Gin He 


Val 


iA 


Ash 


Pro 


His 








100 






105 








\110 






Tyr 


Asn 


Lys 


Arg 


Arg 


Lys 


Asn Asn Asp 


He Ala 


Met 


Met 


His 


Leu 


Glu 






115 








120 






125 








Met 


Lys 


Val 


Asn 


Tyr 


Thr 


Asp Tyr He 


Gin Pro 


He 


Cys 


Leu 


Pro 


Glu 



5 





130) 










135 








140 








Glu 


Asn 


Wn 


Val 


Phe 


Pro 


Pro 


Gly 


Arg 


He 


Cys Ser 


He 


Ala Gly I'rp 


145 










150 










155 






160 


Gly 


Ala 


Lfeu 


He 


Tyr 
165 


Gin 


Gly 


Ser 


Thr 


Ala 
170 


Asp' Val 


Leu 


Gin 


Glu Ala 
175 


Asp 


Val 


Pro 


Leu 
.180 


Leu 


Ser 


Asn 


Glu 


Lys 
185 


Cys 


Gin Gin 


Gin 


Met 
190 


Pro Glu 


Tyr 


Asn 


He 
195 


Vhr 


Glu 


Asn 


Met 


Val 
200 


Cys 


Ala 


Gly Tyr 


Glu 
205 


Ala 


Gly Gly 


Val 


Asp 
210 


Ser 


c\s 


Gin 


Gly 


Asp 
215 


Ser 


Gly 


Gly 


Pro Leu 
220 


Met 


Cys 


Gin Glu 


Asn 


Asn 


Arg 


Trp\ 


iLeu 


Leu 


Ala 


Gly 


Val 


Thr 


Ser Phe 


Gly 


Tyr 


Gin Cys 


225 










230 










235 






240 


Ala 


Leu 


Pro 


Asn 


Arg 
245 


Pro 


Gly 


Val 


Tyr 


Ala 
250 


Arg Val 


Pro 


Arg 


Phe Thr 
255 


Glu 


Trp 


He 


Gin 
260 


SeV 


Phe 


Leu 


His 


Glu 
265 


Leu 


Val He 


Ser 


Glu 
270 


Phe Thr 


Gly 


Arg 


Arg 
275 


Phe 


Thr> 


LThr 


Ser 

















<210> 16 \ 
<211> 48 \ 
<212> DNA \ 
<213> Artificial Sequence 

<220> \ 
<223> synthetic peptide \ 

<400> 16 \ 

catctcatcc acaatgtcca caaagaguag cacgctcatg cccacaac 48 

<210> 17 \ 
<211> 36 \ 
<212> DNA \ 
<213> Artificial Sequence \ 

<220> \ 
<223> synthetic peptide \ 

<400> 17 \ 

cataaccata accataacca taaccataac cataac 36 

<210> 18 \ 

<211> 12 \ 
<212> PRT \ 
<213> Artificial Sequence \ 

<220> \ 
<223> synthetic peptide \ 



<400> 18 \ 
His Asn His Asn His Asn His Asn His Asn His y^sn 
1 5 10 \ 



<210\ 19 
<21lA 54 
<212>\pNA 

<213> Artificial Sequence 



<220> 
<223> 



:ic. peptide 



<400> 19 
catgatgatc 



jatgatca tgatgatcat gatgatcatg atgatcatga tgat 



54 



<210> 20 
<211> 54 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> synthetic pepMde 



<400> 20 

catgaggagc atgaggagca t^aggagcat gaggagcatg aggagcatga ggag 

<210> 21 
<211> 54 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> synthetic peptide 



54 



<400> 21 

catgatgagc atgatgagca tgagaaccat 



igaaccatg aggatcatga ggat 



54 



7 



